Supplementary Data S1. MIP1 sequences of Ganoderma species.

>0Z026792. 1 Ganoderma resinaceum genome assembly, chromosome: 1

AATGGCACGATCGAATAGGTAGGCATAGTAGGTAGCTCCATAGCCGAAAAGGTGTCCAAATTGGGTCTGCCACGACGTTCCAGGAACATATGGAATCAACCCGTGGGCTCCGTAGAGATCTGCTAAAGCTGAAGTAGAACTGAAACCCGGTGTTGTGACGATGGGCGAATG
ATATATTTGATCCAACATAGCAAGGAGAATCTGAGTATGAGTATCGATGGAACGGCAGGAGTCGTGTTGATGGTCGCTTGTTGGGCGGATAGCAAAT GAATTGTCATGGCTGAAGAGCGAGAAGACCGCGGGGGAGCTGAGGAAATGCTCCATGAGAATTGAAGGAAGCTC
GACAAAATCTGTCGCGCAACGTGTGCCGGAAACATTCTGATACTCTGTCCGCCCTATCATTGCTTTGTAATATGCTATTAGATCTCTGTCCTCGCAGTTGATGTGACCACTTACAATGCATAGCG TGACCCATCTCGTGAAACAGTGTCAGCACTTCGTGCCACTCGAGAG
CGGTTGGACCGTGTCCCACAGTTGGCCGTACGAACTCGCAGAGGAGAACCACCACAGGGATGTGAAAAGTCGCGTCCCCATCAACAAGTCGATGGCACGCCCCGGCTTCGAACTCCTCTGATAATGCGACGATGGCGTGGTCGTGATCATTGGCGTGGTTGAAATCCCCCA
GCGTGTCGTCGTTGTCCGTCCTAGGAGAACACCGCACGGTATAGTGTGCTGCGCCGCCCGGTTTCCCTACGCGTACAAAGAGATCGGCGTAAATCCAGCCGAGAACACCTAGCTCCTCGTCGACGACCTCAAGTTTCCGGATGTCGGGGTGCCAAACCTCCCCTGGTGAGA
CATCGCAGAGTCGCAGTGAAACGCCAAAAATAGCCCGGAACAGTCGCGAAAGTGCCATGAAGACGGTGCCAAGGGTGAGAACGGGAAGGGCGACAGGGGGGGCGGGAGGCTCTGGCGGACAGTAGTAGTCGCGATCCCAGGCTTGGACGATTGGGAATGAAGGAGTGTTTA
GATGCGCCTGTTTGCGCATGCTGAGGTTACGCAGAGCTTGTTTGGCATAAGGCTGGGTGTGGTTCATCAAAGCATCCAGGAAATGTTGGATGTTCTCTGATAAAGCGATCAGATCCATGCGACTAAGAGAGAGAAACTGGTGGAACTACCTGGACTCTTCGCCATCTTGTC
TGTAAGCACCATATGAGCGAAACTCTCCTTCCCAACTAATTGTGCAATCTCTCCACGGGCGCGCAAGAGGTGCTCGAGAACTTCTACCTGCTCAGGGGAACTATAGTTCGCTGCCATATAAACCTTCCTCCGAGGCTCTTCGGCGGGAGCAGAGCGCATAATCATTTGAGC
CTGAAGCGAACCGGGGTAAACCAGGAGATCTCGTTTGGTGACCCGAGCCTGGAGACGTAGCCTGGCGCCCATGCCTAGATCTTTGACACCCTCCAATTCTGACCACTGAATTCGTGCAGGAGGTCGTGGCGCAGCAGTCTCATTCAGGAACTGCCGACCTGACACGATGAT
ATCGGTGGATAGTGAAACGAAACGTTCACGCTGGGGAGGAGGGAGGTCTATGCCAGACTTCTCGAAGTCGCGCCAGAAGATTAGTGCTGTCTGGTACGCCTCGCGACTGAGGGACTTCACAATTTCCTCGTCTGACAAGACATCCCGTAAGACCTGCAGGAAGACGCAAAT
AAGATACTTCAGTTTAAGCCAAATTTTATAATATAGGAGCAATGCGCACTTCATACAAGCCGACGTTCGTGTTGAGGATATTCATGAACTCGCATAGCTTCTCATAGACCTCCTCGGCACTCTGGATCCACGCCTGGTCCGGATGGGCGTTCCTCAACAGCTCCGCAAGGT
CGATGACGCCGCACAGCATGTCGCTCAGCCGGTCCAAGTTCTTCACGACCTTGAACAGCTCGTCCCGCGACTCCCTCGCCCTGAGAATCCGGTCCGTCAGCAGTTGCGCGCGGCGAATGGTAGAG TCGGCGAGGGCAACGAAGGCGGCCGGAGTGGTGAGCATGTGGTGTC
CGAAGAGGCCGGTTGGCGAGGTGAGCTTCTGCGGCGCATAAGGCTGGTCGAAGAAAGCTATGAGGTCCGTGTCATAGACGGAAGCTAGCTGTGTAGCAGAGGTGGTGACCGCTCGTGTAATGGCCGCATCCCTGGCCAGTCGCCCTGTCCTGTGACAACCACGGAAGCGGT
ACGATGGTTTGGAGGCCGTGGAGAGAACATTCTTGGTCACCCGGGCGAGCATTC

>Gansil1 scf_2:2492072-2514338 5'pad=0 3'pad=0 strand=+

AATGGCGCGATCAAATAAGTACGAATAATATGTGGCCCCATATCCAAAAAGATGGCCAAACTGCGTTTGCCATGACGTGCCGGAGACATGGGGAATGAGGCTCTGCTGTGCGTACAACTGTCCTAAGACGGCGGTGGAGTTAAAGTCCGGCGATAGGACCAATGAAGAGTG
ATATGTTTGGTCGAGCATCGCAATGAGAATTTGGGTATGAGTATCGATAGAGCGGCAAGGGTCGTCGAGAGGAGTGCTTGTGGGCCGACTGGCCAACATTCTGTTGCGGTCGAAAAGCGACAGGACGATAGGAGCATTGAGGAAATGTTCCATGAGAATAGAAGGCAGTTC
GACGAAATCAGTTGCACACCGTGTGCCGGAAACATTCTGGTATTCTGTTCGGCCAATCATCGCTGCAAAAGATAATGGTGAGCACCCGATCATATGTACAGCCAGGTCCACTTACAATGCATTGCATGACCCATCTCATGGAAAAGAGTGAGCACTTCGTGCCATTCGAGA
ACCACAGCTCCTCGTCCAACTGTCGGTCGCATGAATTCGCATAGAAGGACGACAACCGGGAGTTGATACGTCACATTCTGGCCAGGGAGCTGAATGTGTTTCTCTGCGTCAAACTGACAAGAGGG TTGGACCAGTAAAGGATCCTGGTGATTTGCATACTTCAAGTCGCTC
CTCTCGTCGTCATCGTCGGTCCGTCGCGAGCAACGCACCGTGTAGTGCGCCGCGCCACTTGGTTTGTCTGGTCGCGCGAAGAGGTCGACGTAGATCCAACCAAGCAGGCCGAGGTGGTCGTCCACAACCTCCAACTTCCGCACATCAGTGTGCCACACCTCGCCGGTCGAA
ACTTCGGAAACACGGAGCGACACGCCATAAAGAGCCCGAAACAATCGAGATAGCCCCATAAGCACCGTGCCCAGTGTGAGGGGAGGAAGAGAAATGGGAGGAGTGGGAGCCTCCGGCGGACAGTAGTAGTCACGGTCCCAAGGTTGAATGAGAGGGAACGGAGGTGTGTTC
ATATGAGTTTGTTTTCGTATGCTGAGCGTACGCAACGCACGACTAGCGCGCGGTCGTGTGTGGTTCATGAGGGAGT TTAGAAAATGCTGCACGTTCTCTGTCCAATCTGATCAGCGTCACGCGCAAACACTGAACAAGCAAATAATTACCTGGACACTTCGCCATCTTGTCT
GTGAGCGTCATGTGAGAGTAGCTTGCCTTCCCCACCAGCTGCGCGAGCTCGGCACGAGCTCGCAAGAGCCGCTCGAGGAGGTCTATCTGCTCCGGTGTGCTGGAATTTGCAGCCATGTACACCTTTCTCCGTGGCTCTTCAGCCGGTGCAGAGCGCATGATCATCTGTGCT
TGAAGAGAGCCAGGATATACGAGGAGGTCTCGTCTGGTGACTTGAGCTTGAAGGCGTAACCTTGCACCCATGCCCAGATCTTTGACGCCTTGTAGCTCCGACCACTGGATTCGAGCGGGTGGTCGTGGCGCGGAAGTTTCGTTGAGAAATTGCCGACCGAGGACCAGGATGC
TCTGTTGACAGTGAAACGAAACGTTCACGCTGCCCTGGTGGAAGGTCTATGCCAGACTTCTCGAAGTCGCGCCAGAAGATGAGTGCTGTCTGATACGCCTCAGAGCTGAGGGACTTCACGACCTCGTCGTCTGCCAAGACGGCCCGCAACACCTGGACGAACACATGAACA
ACGCTTCAATTCACAATAGAATTTGAAAACAAGTGGCAATGCGCACCTCATACAAGCCAACATTTGTATTGAGGACATTCATAAACTCACACAGCTTCTCGTACACCTCGTCGGCAGTCTGGATCCACGCCTGGTCCGGATGTGCATTGCTAACCAGCTCCGCGAGATCTA
TGACGCCACACAACATGTCGCTCAGCCTGTCCAAATTCTTCAGCACCTTGAACAGCTCGTCCCGCGACTCCCGCGCCCGTAGAATCCGGTCCGTCAGCAGTTGCGCGCGGCGAAGGGTAGAGTCGGCGAGGGCGACGAACGCGGATGGGGTGGTGAGCATGTGGTGTCCGA
AGAGTCCAGTCGGCGAGGTTAGTTTATGGGGGGCATAGGGCTGGTCGAAGAAGGCTATGAGGTCCGTGTCATCGACAGAAGCGGGCTGGATGGCGGAGGTGGTGGCTGGTCGCGAAAGGTTCGCATCCCTGCCCAGTCGCCCTGCCGTGAGACAACCGCGGAAACGGAACA
GTGATTTGGCGGCCGTGGGGATAGCATTCTTGACGACACGGGTGAGCATTC

>Gansp1 scaffold_1:2497062-2519579 5'pad=0 3'pad=0 strand=+

GATAGCACGGTCAAATAGGTAGGAGTAATATGTGGCTCCGTAACCGAAGAGGTGGCCGAATTGAGTTTGCCATGACGTTTCTGGGACGTATGGTATGAGTCCACGAGTCCGGTGGAGGTCGGCCAAGGCGTCAGTGGAGTTGAAAGTCGATTCGAGGACAGAAGGAGAGTG
GTATATTTGATCAAGCATGGCAAGAAGGATCTGAGTATGCGTGTCGACGGACTTGCACGGATCTTCCTGGCGACTTCCCGTCTCTCGGATACTGAACGTCCCATCACGATCGAAGAGAGAAAGTACCGTAGGAGAGTTGAGAAAATGCTCCATGAGGATAGAAGGGAGTTC



GACGAAGTCAGTCGCACACCTCGTGCCGGAAACGTTCTGATATTCCGTTCGACCGATCATAGCTGTTATTGGGTTTTGTCCATCAATAACATTATTTTTCAAGGAGGAAATAACTCAATAACTCACAGTGCATTGCATGACCCATTTCGTGGAAGAGCGTTTGGACTTGGT
GCCATTCCAGAATAGTAGGCCCATGCCCGATGGTCGGACGCATGAATTCACATAGGAGCACCACTACAGGAAACTGGTATGTGGCGTTCTGGTTGGGAACATGGAAATGCTTTCCAGCTTCGAAGTCGACTGAGGGTTGTATAGCCGAGCGATCATGCTCGTCGGCGTGCT
TCAAGTCGCCCGATCCGTCATCGTCGTCTGTCCGTCGCGAACAACGAACAGTGTAATGTGCAGCCCCACCAGGTTTCCCGGTGCGCGCGAATACGTCGGCGTAGATCCAACCGAGTAACCCCAAGTGGTCATCAACCAGCTCCAGTTTCCGAACGTCTGCATGCCAAACCT
CGCCAGAGGAGACCTCCGACAGCCGTAATGAAACACCATACAGTCTCTGCAATAATCGAGACAGTGCCATGAATACGTTGCCCAAGGTAAGAGACGGTAGTGACATTGGGGGTGCGGGAGGCTCCGGTGGGCAATAGTAATCACGATCCCAGGCTTCGATGGTGGGAAACG
GCGCGCTGTCCAAGTGTGCATGCTTACGCATGCTGAGCACTCGCAAAGCTCGTCTAGCGTGGGGCTGCGTATGGTTCATGAGCGTACTGAGAAAGTGTTGAACGTTATCTAGAGCAAAAGGGCCCACGATCAGTAAAAGACATTCGTGAGTGATATAGACGGAAGTACCTG
GACTCTTTGCCATTTTGTCCGTGAGCGTCATATGTGCAAAGCTCTCTTTCCCTACGAGACGCGCGAGCTCTCCCCGAGCGCTCAAGAGTCGCTCCAGAAGCTCTATCTGTTCAGGGGTGCTCGAGTTCGCTGCCATGTACACCTTTCTCCGTGGCTCCTCCGCGGGGGCAG
AACGCATGATCATCTGAGCTTGAAGAGAACCAGGATACACGAGGAGGTCTCGCTTGGTGACCTGAGCTTGGAGACGTAGCCTTGCGCCCATGCCCAAATCCCGCACGCCTTGCAGCTCCGACCAT TTTATCCTAGCAGGGGGCCGTGGGGCCGCGGTCTCGTTGAGGAATT
GCCGACCGAGCACAAGTATTTCTGTAGACAACGAAACGAAACGTTCGCGCTGCCTTGGAGGGAGATCTATACCAGACCTCTCGAAGTCGCGCCAGAAGATGAGGGCGGTCTGGTATGCCTCGGGACTCAGGGACTCAACAACTTCTTGGTCTGACAAGACGTCCCGTAACA
CCTGCACATAGATGCATGCAGAAAACATTAGCCACAACATGAGGAATGTAAAACGGCCATGCGCGCGCACTTCATATAAGCCGACATTGGTGTTAAGGACATTCATGAACTCGCACAACTTCTCGTAAACCTCTTCAGCACTCTGGATCCATACCCGGTCCGGATGCGCGT
TTCTCAACAGCTCTGCGAGGTCGATGACGCTGCATAGCATGTCGCTCAGCCTATCCAAGTTCTTCACGACCTTGAACAGCTCGTCCCGCGACTCCCGCCCCCGCAGAATCCGGTCTGTCAGCAGT TGCGCGCGGCGAAGGGTAGAGTCGGCGAGGGCAATGAAGGCGGCTG
GAGTGGTGAGCATATGGTGTCCGAAGAGGCCTGTCGGCGAAGTGAGCTTCTGGGGAGCATAGGGCTGATCGAAGAAAGCTATGAGGTCCGTGTCATCGACGGAAGCTGGCTGTATAGCAGAGGTGGTGACCGCTCGCGTAATGGCCACATCCCTGGCCAGTCGCCCCGTCC
TATGACAACCGCGGAAGCGGTACGGTGGTTTGGAGGCCGTGGAGAGAACATTCTTGGT CACCCGGGCGAGCATTC

>Ganlucl scaffold_1:2657111-2651231 5'pad=10000 3'pad=10000 strand=+
GATGGCACGATCAAAGAGGTAGGCATAGTAGGTAGCTCCATAGCCAAAAAGGTGTCCGAATTGGGTCTGCCAGGACGTTCCAGAAACATATGGAATCAACCCACGGGCTCCATAAAGATCTGCCAAAGCCGAGGTAGAACTGAAACTCGGTGTAGCGGCGATGGGCGAATG
ATATGTTTGATCTAACATAGCAAGGAGAATCTGAGTGTGGGTATCGATGGAGCGGCAGGGGTCTTGCTGATGATCGTTTGCTGGGCGGATAGCGAAT GAATCGTTATGTCTGAAGAGTGAGAGGACTGTGGGAGAGCTGAGGAAATGCTCCATCAGAATTGAAGGAAGCTC
GACAAAATCTGTCGCGCAACGTGTGCCGGAGACATTCTGGTACTCTGTTCGGCCAATCATAGCTATGAAGGGTTGTCAATCTGTCGAGAAGACACAGCGACCAAAGGACCTAGATGGACTCACAATGCATGGCGTGGCCCATCTCGTGGAAGAGTGTCAACACCTCGTGCC
ACTCCAGGACTGTAGCTCCACGCCCGAGAGTCGGTCGCGCGAATTCGCATAAGAGGACTACGACGGGTAATTGGTATGTAACTTCGTGACCTGGGAGTGAGAAACGGCGCCCCGTTTCGAATTTT TGGGAGAGCTGTGCTCTTGTTCGAGTGGGTTCGTCGATGCCTTCCA
AATCACGttgttcgtcgtcatcgtcggtcCTGCGCGAGCATCGTACGGTGTAATGTGCAGCACCGCCAGGCT TGCCCAAGCGCGTGAATAGGTCAGCGTATATCCAGCCCAACAAGCCCCGGTCCTCGTCAACGACCTCCAGCTTGCGCACATCCGTATGCCAGACCTCGE
CGGGGGACGCATCGGAGACCCGTAGCGACACACCATAAAGAGATTGGAACAATCGTGAGAGGGCCATAAAGACCGTTCCGAGGGTGAGTGGTGGGAGGGAGACAGGGGGGGAAGGCGGCTCGGGAGGACAGTAGTAGTCGCGATCCCATGCGTGAATGACGGGGAAAGGAG
GAGTGTCAAGGTGCGCCTGTTTACGCAAGCTGAGTGCTCGTAGTGCTCTTCTGGCATAAGGTTGTGTGTGATCCATAAGAGCATTCAAGAAATACTGGACATTTTCTAGCCATCTGAATCAGTACGCTGCGCTGAAGTATACCTTATACGAAAGGCACACCTGGACTCTTC
GCCATTTTGTCGACTAATGTCATACGCGCGAAGCTTTCTTTCCCAACCAAATGGGCGAGCTCTCCCCGTGAGCGCAAGAGAcgttcgaggagetecgacctgCTCAGGTGTGCTTGAGTTCGCGGCCATATAGACCTTTCTCCTGGGCTCCTCCGCGGGTGCAGAGCGCATG
ATCATTTGAGCCTGAAGAGATCCAGGGTACACAAGGAGGTCTCTCTTCGTGAACTGCGCTTGGAGACGTAGTCTTGCGCCCATTCCCAGATCCTTAACTCCCTGAAGTTCCGACCACTGTATCCGGgcgggcggacgaggcgcaGCAGTCTCGTTCAAGAATTGTCGACCG
AGCACGAGAATCTCGGTCGACAAGGATACGAAGCGTGCACGTTGTGCGGGAGGTAGGTTTATACCGGACTTCTCGAAGTCTCGCCAGAAAATGAGCGCCGTTTGGTACGCCTCAGGACTGAGAGACTGCACAACTTTCTCGTCGGATAGGACGTCCTGTAACACCTATATA
CCCAGTCGACTTTAGTTTGAGGGAGCGGGATAAATGCAAATGATGCGCACATCATACAGGCCGGCATTTGTGTTGAGGACAT TCATGAACTCGCACAGCTTCTCATACACCACCTCGGCACTCTGGATCCACGCCTGGTCCGGATGCGCGTTCCTCAAcagetecgegage
tcgatgacgccGCACAGCATGTCGCTCAGCCTGTCCAAGTTCTTCACGACCTTGAACAGTTCGTCCCGCGACTCCCGGGCCCGCAGAATCCGGTCCGTCAGCAGT TGCGCGCGGCAAAGTGTCGAatcggcgagggcgacgaaggcGGATGGTGTAGTGAGCATGTGGTGA
CCGAAAAGTCCGGTTGGCGAGGCGAGTTGCTGCAGGGCATAGGGCTGATCGAAGAAGGCTATGAGGTCCGTGTCATCGACGGAAGCTGGCTggatggcggaggteggtggccgCCCGCGTAATGGT CACGTCCTTGCCCAGTCGGCCCGTCCTGAGCCAACCGCGGAAGCGA
AACGGTGGTTTGGAGGCCGTTGAGGCCGTGGAGAGCACATTCTTGGCCACCCGGGCGAGCATTC



Supplementary Data S2. Sequences of PCR amplicons

>M1 (1, 231-bp amplicon)
GAATGCTCGCCCGGGTGCGTTTCCGCGCCACTTGTACTTGCGCCCTGAGTCGTCCTTGAGCGACACATCGCTAGCAGCGCGCGCATGAGGTCAGTGAGATTGTTTCGACTCTGCCCGTATGAGAGCGCGGAGCTCACTCCTTCAGGTAGAACGGTACGAGGCTCGTGTGTA
GCCAGTCGCGCAGGGACGTGGGCGCCTTGTTCCCGAGTGTGACCTTGTCAGGGAGGACATCCCGCCACTCAAGCGACGCGAGTTCCTCCTCGTCTGCGTTTAGGACGTGGGTGACCGTGGCATTGCCATGCGTGGTGTGCACGGTATAGAGCACCTTGTTGTCTTGGTCAA
GGATGGTGGTGTTCGAAGGGTTGTCGCGGGAGAGCGCGAGCGTGACTGCGATTGGGGCGGACATGGTGTGTCGGCTGGGGAGT TGGCTGAGAGAAATGGTGAGAGGTGCTTCTGCTGAGACCGGT CCAGCGAGGCTTTATGTACTTCCCCAAGGAGGCACGGCTTGACAGA
GCACTGCACAGGCTGCCTCAGCCTGTCATTTCATGCGACCTGGAGGCGCTTGCGCGCGCCACAGGCGCATGTGCAAGCAAAAGCTGCTGATCATGGGTCCCATAAGTGTATGCATGCAGGAAGGACCTGGAAGGACTCGGGGATCTGCTTGGACTCGACGATACTCACTAC
TTACGTTCTACGCCTGCGTCCTCGAAACAGGGCCCATCAGGATTGCCTTTGGTCAAGTGCCGGTGCTTGGACAAGCTGTGAGAGACCGAGGTCAACACTACGGAGAATCGCCCCGAGT TCAAAGACCGCACCTGGAGTCGAACGCACGGATGACGGGCTGCAGATCGTGTT
GAACTGGCGCCCAGCCACCGGACACGGGCTTCGGTCCGTGGTTCCGGAAAACCTTACTCGCCATTGTAGAGTAAGGTTTTCCGGATGGTCGGTCCGAACACCTGGCCTTTAGCCGCCCTGTAGCCCAATCGGGCAACTATACCGTACGGTCACCGGCTACCATAAGTAACT
GGTACTGTGATCACAACAGTGATCACACGGACTCTTATATAATCCTGTACTCTACAGTAGTATATAAGACAGCTCTGTAGGAGCTGAATTGACAACTCTTTTAACTCCTCCCATCACGTACGCTATTGTGTACCGCAAGCCTCTAACACCCACATCCAGGTAAGTATGCGG
AGCGTCCGCTAGAGTTGCACCCGGGCGAGCATTC

>M1 (847-bp amplicon)
GAATGCTCGCCCGGGTGGCGGGGTCCGTGGCACTGGCACCTCGAGCGTCGTGGGGCGGTCCGGCTCCGGGGTGCGCGGTCGTTCCGGTCCGTCCGGGTTCGGGTGCGAGGAGGAAGAGGACGAGGAGGAAGTGGAAGTGGAAGTAGAAGTGGAAGTAGAAGTAGAAGGGGG
GGCCGGGGGAGCAGGGATGGCTGGCGCGTCCTCGCAGAGGCCCTTGATCGCGCCCTCCAGAATCTCGGTGGCGCGCAGCGCGCGTTCGGGCGTCGAGAACTCGTGGTTGTTCATGAGGGAGCTGACAATGCGGCGCACGAGCTTCGGGGCGACCTGTCCTGGCTGTGGCGC
GAGCGGCGACGGTTGCGACGTTCTGTCCTGGTCGAGCGGTGGAGGCGTGGAGACGCAGAGCGTGAAGAATCCAGTCACCGCTCCAGCGACGCATTCCTGCCGGAACGACATGCGTTCCCAGAATTCGTCTGCGGAGACGAGCGACAGCTCGCCCAGAGGACGGGTATCCTT
GTCTTTGTCCTTGTCCTTCTCATCCTCATCGCGCTCCTCCGGTTCTCGCGGCGCCCTCTTCTCCCCGCGCGGCCCAGACGACGTCGGTGCTCGTGGCCGTTTGCGCTGAGGTGAACGTACGCCGCTCTCCGTGGTCTTGATGTACGCAATCTCGTCAATGAACCGCGACTT
CGGGTCGTCGTCGAACCACGGTATGACCATCCCTAGATTGTGCGGCGCGTCCGGGTCGGCGCTCTTCGGGCACGGCAGCGGTACGTCGGTCTGGGAATACGGGTGCCCGTACACCCACTGCACGCTCGCGACGGCACGGCTCGCAGCACCCGGGCGAGCATTC

>M2 MIPT (2,272-bp amplicon)
GAATGCTCGCCCGGGTGGCCAAGAATGTTCTCTCCACGGCCTCCAAACCACCGTTTCGCTTCCGCATATGTCTCAGGACAGGCCGACTGAGCAAGGATGTGGCCATTACACGAACAACCACCACCTCCGCCATCCAGCCAGCTTCCGTCGATGACACGGACCTCATAGCCT
TCTTTGATCAGCCCTATGCCCCCCAAAAACTCGCCTCGTCAACCGGACTCTTCGGACACCACATGCTCACCACCCCGTCCGCCTTCGTTGCCCTCGCCGACTCTACCCTTCGCCGCGCGCAACTGCTGACGGACCGGATTCTGCGGGCGCGGGAATCGCGGGGCGAGCTGT
TCAAGGTCGTGAAGAACTTGGACAGGCTGAGCGACATGCTGTGCGGCGTCATCGACCTCGCGGAGCTATTGAGGAATGCGCATCCGGACCAGGCATGGATCCAGAGTGCCGAGGAAGTCTACGAGAAGCTGTGCGAGTTCATGAACGTGCTCAACACGAGTGTTGGGTTGT
ACGAAGTGCGCATAATCATGTATCAGTCAACATTCCTTCACAAATTGAAACGTGCATGCAGGTATTGCGAGATGTCCTGTCGGACGAAGAAGTAGTGAAGACCCTCGCCCCTGAGGCGTACCAAACCGCACGCATCTTCTGGCACGACTTCGAGAAATCGGGCATCGACCT
CCCTCCTACGCAGCGCGGACGTTTCGTTTCGTTGTCTACAGAAATTCTTGTGCTCGGTCGGCAATTTCTCAACGAGACTACGGCCCCACGGCCCCCGGCTCGCATAAAATGGTCTGAGCTGCAAGGCGTGCAGGACTTGGGCATGGGAGCAAGGCTACGTCTCCAAGCTCA
GGTCACCAAACGCGACCTCCTTGTGTATCCTGGTTCCCTCCAAGCTCAGATGATCATGCGTTCTGCCCCCGCGGAGGAGCCACGAAGAAAGGTGTACATGGCCGCGAACTCAAGCACCCCTGAACAGATCGAACTTCTGGAGCGACTCTTGCGCGCCCGGGGGGAGCTCGC
GCGTCTCGTAGGAAAAGACAGCTTCGCGCGTATGACATTAGTCGACAAAATGGCGAAGAGTCCAGGTGTGCCTTTCGTATAAGGTATACTTCAGCGCAGCGTACTGATTCAGATGGCTAGAAAATGTCCAGTATTTCTTGAATGCTCTTATGGATCACACACAACCTTATG
CCAGAAGAGCACTACGAGCACTCAGCTTGCGTAAACAGGCGCACCTTGACACTCCTCCGTTCCCAACCATACAAGCCTGGGACCGTGACTACTACTGCCCACCGGAACCTCCCGCACCCCCGGTCTCACTCCCGCCTCTCACCCTGGGCACCGTGTTCATGGCACTGTCTC
GGTTATTTCAGGGCCTGTATGGTGTATCGTTGCGACTATCGGAGGTCTCCTCTGGCGAGGTTTGGCATACAGACGTTCGGAAACTGGAGGTGGTTGATGATCAGTTGGGGGTACTCGGTTGGATCTACGCCGACGTATTCGCACGCATCGGGAAACCTGGTGGTGCCGCAC
ACTATACTGTCCGTTGTTCGCGACGGACAGATGACGACGACGAATCAGGCGACTTGAAGCACGCTGATGAACACGATCGCTTGGCTATACAACCCTTTGCCGACTTCGAAGCTGGAAGACATTTTCGTGTTCCCAGCCAGGACGCGACATACCAACTTCCCGTAGTGGTGC
TCTTATGTGAATTCATGCGTCCGGCCATCGGGCTTGGGCCTACTATTCTGGAATGGCATGAAGTCTTGACACTCTTCCACGAGATGGGTCATGCAATGCACTGTGAGTTGTCTCCGCCTTGGAAAACAGCGTTGTAACCGATTTAAACCCAATGGCAGCCATGATCGGTCG
AACGGAATATCAGAACGTGTCGGGCACGAGGTGTGCAACTGACTTCGTTGAACTTCCTTCTATCCTCATGGAGCATTTCCTCAACTCTCCTACGGTACTTTCCCTCTTCGATCCCGACGGGATGT TCGGTATTCGAGAGACGGGAAGTCGTCGAGAAGATCCATGCAAGTC
CATCGATACGCACACTCAGATCCTTCTTGCCCTGCTTGATCAAATATACCATTCTCCTTCTGCCCTCGAAACGACTTTCAAATCTACTGACGCCCTGGCCGACCTCTACCGGACTCGTGGACTCGTACCTTACGTCCCGGAAACATCATGGCAGACACAATTCGGTCACCT
CTTCGGTTACGGGGCTACATATTATTCACCCGGGCGAGCATTC
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