| ides subsp. oides CGMCC 6432 (GCA_002117185.1)
ides subsp. icum NBRC 3349 (GCA_030269065.1)

#Leuconostoc mesenteroides IMAU80664 (GCA_028619985.1)

#_cuconostoc mesenteroides subsp. jonggajibkimchii DRC1506 (GCA_001886915.1)

ides subsp. oides ATCC 8293 (GCA_000014445.1)

[ euconostoc mesenteroides Lm10 (GCA_037201945.1)

euconostoc mesenteroides IMAU80261 (GCA_028619145.1)

el euconostoc mesenteroides IMAU10926 (GCA_028618955.1)

ieuconostoc mesenteroides IMAU80347 (GCA_028618945.1)

@Leuconostoc mesenteroides IMAU32563 (GCA_028619465.1)

,y_euconostoc mesenteroides UCMA20150 (GCA_033142005.1)

ides subsp. oides FM06 (GCA_002148235.1)

Fl_euconostoc mesenteroides IMAU11088 (GCA_028619735.1)

o euconostoc mesenteroides IMAU80235 (GCA_028619795.1)

@ cuconostoc mesenteroides subsp. cremoris ATCC 19254 (GCA_000160595.1)

Leuconostoc mesenteroides subsp. dextranicum DSM 20484 (GCA_001047695.1)

[ euconostoc mesenteroides GSICC 31207 (GCA_024498575.1)

Leuconostoc suionicum LT-38 (GCA_002370395.1)

y-euconostoc suionicum DSM 20241 (GCA_001891125.1)

@-euconostoc suionicum UCMA20148 (GCA_033142025.1)

eLeuconostoc sp. MTCC 10508 (GCA_023205265.1)

Leuconostoc suionicum VITA-PB2

Leuconostoc litchii MB7 (GCA_008107645.1)

Leuconostoc falkenbergense LMG 10779 (GCA_029823155.1)

Leuconostoc pseudomesenteroides CBA3630 (GCA_008033175.1)

| euconostoc gelidum subsp. gelidum Ebr1-8 (GCA_020089375.1)

Leuconostoc gelidum subsp. aenigmaticum DSM 19375 (GCA_020089505.1)

Leuconostoc gasicomitatum LMG 18811 (GCA_000196855.1)

Leuconostoc kimchii IMSNU 11154 (GCF_000092505.1)

Leuconostoc lactis WiKim40 (GCA_001698145.1)

Leuconostoc garlicum KFRIOT (GCA_001998805.1)

Leuconostoc citreum KM20 KM20 (GCA_000026405.1)

Leuconostoc carnosum JB16 JB16 (GCA_000300135.1)

Leuconostoc fallax ATCC 700006 (GCA_004354645.1)

L Fructobacillus americanaquae KI3_B9 (GCF_024029775.1)

kitaharae DSM 17330 (GCF_000241055.1)

— e Weissella jogaejeotgali JCM 30580; KCCM 43128 (GCF_001932615.1)
E Weissella cibaria CMS3 (GCF_001951095.1)

Weissella soli KACC 11848 (GCF_001761545.1)

L koreensis KACC 15510 KACC 15510 (GCF_000219805.1)
\_:Weisseﬂa viridescens NJ100 (GCF_014789145.1)
Weissella tructae W-1 (GCF_018502505.1)
Penwelsse//a cryptocerci KACC 18423 (GCF_004358325.1)
Furfi bacillus rossiae L1 (GCF_013394005.1)
Limosilactobacillus oris AM_LB10 (GCF_025311495.1)
Limosilactobacillus portuensis LV1276_C155 (GCF_028607025.1)
LImOS//actobamHus mucosae A1 (GCF_013423865.1)
Paucilact illus olig DSM 15707; LMG 22743 (GCF_900015005.1)
Paucilact illus hokkai is JCM 18461 (GCF_000829395.1)
'Pediococcus pentosaceus CGMCC 7049 (GCA_ 000708635 2)
sPediococcus pentosaceus DSM 20336 (GCA_016127775.1)
$Pediococcus pentosaceus FAM 22491 (GCA_015613015.1)
Pediococcus pentosaceus DRD-144 (GCA_023743335.1)
ePediococcus pentosaceus ATCC 25745 ATCC 25745 (GCA_000014505.1)
#Pediococcus pentosaceus DSM 20280 (GCA_015613315.1)
Pediococcus pentosaceus FAM20650 (GCA_009808815.1)
$Pediococcus pentosaceus FAM 24212 (GCA_015613765.1)
$Pediococcus pentosaceus 144 (GCA_029070885.1)
Pediococcus pentosaceus VHProbi M59 (GCA_036261395.1)
ediococcus pentosaceus SMFM2016-WK1 (GCA_030291815.1)
f‘edlococcus pentosaceus OF20-14A (GCA_027693945.1)
Pediococcus pentosaceus SPC L77-1 (GCA_037482195.1)
‘bPedlococcus pentosaceus VITA-PK1
¥ediococcus pentosaceus SRCM217444 (GCA_028206435.1)
—e Wediococcus pentosaceus SL4 KCTC 10297BP (GCA_000496265.1)
§Pediococcus pentosaceus FAM 20675 (GCA_015613055.1)
yPediococcus pentosaceus XY62 (GCA_037099775.1)
Pediococcus pentosaceus SRCM102738 (GCA_009913995.1)
ediococcus pentosaceus MR001 (GCA_019614475.1)
Pediococcus pentosaceus DSM 28628 (GCA_015613235.1)
®Pediococcus pentosaceus GDIAS001 (GCA_009791435.1)
Pediococcus pentosaceus FAM 20746 (GCA_015613005.1)
ediococcus pentosaceus FAM 20709 (GCA_015613035.1)
Pediococcus stilesii FAM 18815 (GCA_005864415.1)
ediococcus acidilactici DSM 20284 DSM 20284 (GCA_000146325.1)
Ped/ococcus argent/mcus 230 (GCA_040536915.1)
ii ATCC BAA-344 (GCA_000237995.2)
Ped/ococcus ethanolidurans CGMCC 1.3889 (GCA_900111205.1)
Pediococcus parvulus UCMA15901 (GCA_033142105.1)
Pediococcus damnosus BM-PD14610 (GCA_001636135.1)
Pediococcus inopinatus BC1 (GCA_033552895.1)
Nicoliella spurrieriana SGEP1_A5 (GCF_023380205.1)
04 Apilactobacillus apisilvae SG5_A10 {GCF_023380225. 1)

HSLZ-75 (GCF_004359375.1)

Fructilactobacill franci is SPC-SNU-70-4 (GCF_029023685.1)
Lentilactobacillus /ao;laon/s IM3328 (GCF_020616595.1)

ilactobacillus suantsaii CBA3634 (GCF_014069315.1)

CBA3618 (GCF_008033155.1)

carotarum AMBF275 (GCF_947539765.1)

quuonlactobactllus nagehl DSM 13675 (GCF_019444005.1)

inicus LH506 (GCF_008831385.1)
hleiferilactobacil bir NSMJ42 (GCF_008694105.1)
Lacticaseibacillus pabuli KACC 23028 (GCF_028736235.1)
Latilactobacillus is CIP 110928 (GCF_900258455.1)

Floricoccus penangensis HibF3 LMG 29831; JCM 31735 (GCA_001832885.1)
ﬁﬂoﬂcocous tropicus DF1 LMG 29833; JCM 31733 (GCA_001832905.1)
Lactovum miscens DSM 14925 (GCA_014202895.1)

Fig. S1. Phylogenomic tree and average nucleotide and amino acid identity (ANI and AAI)
matrices for the genomes of Pediococcus pentosaceus VITA-PK1 and Leuconostoc suionicum
VITA-PB2 strains, along with related species within the family Lactobacillaceae.
Phylogenomic tree constructed based on 49 genes from the "Bacteria 71" single-copy marker
gene set using Anvi’o’s phylogenomic workflow. The maximum-likelihood phylogeny was
inferred using IQ-TREE (options: -B 1000 -m LG+F+I+R6). Black circles at the nodes indicate
bootstrap support of 70% or higher.





