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Fig. S1. UV-Vis spectroscopy (260—460 nm) results of purified SaMccB wild-type enzyme and
S323A, K196A proteins. Green represents wild-type, magenta represents S323A, and wheat
represents K196A. The enlarged region between 380 and 450 nm, indicated by the box on the
right, shows the aldimine binding signal of PLP. S323A shows no PLP signal, whereas wild-

type and K196A display aldimine binding signals, indicating PLP without its addition during
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the purification process.
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