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Fig. S2. Sample Sizes and Species Richness Comparison of 16s rRNA Gene Sequencing Across
Different Treatment Groups: This figure shows species richness across different treatment groups as a
function of sequence sample size. Each treatment group shows different patterns of species richness
accumulation, with varying thresholds of sequence sample size. Data points represent individual sample

measurements for each treatment group, and the dotted lines reflect the variability within each group.



