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Fig. S2. Sanger sequences of the galKk mutant strains.

The Sanger sequence confirming the genotype of the galK mutant strains is shown. The gray
arrows indicate the 504T, 504A and 5%4AT variations in the galK gene. The gray-shaded region
represents the part of the galK gene that has been deleted and replaced with a 34-nt FRT site.





