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Fig. S4. Construction of Acas1211 galK-N,, and Acas12i1 galK-N, s phages.

The cas12fl gene and galK-targeting sgRNA (galK-N,, or galK-N,¢) gene were inserted in the
b2 region of the A clI®®7 phage. galK-N,, and galK-N,4 represent two different truncated sgRNAs

with galK TRS of 20 nucleotides and 16 nucleotides, respectively.





