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Acas12stx2a-152-N,
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TGCTGGATCCTTGACAGCTAGCTCAGTCCTAGGTATAATACTAGT ATTCGTCGGTTC _ TGGAGTGTGAAQ AACATATATCTCAGGGTTTTTTTGAATTCTCTA
Pis3119 sgRNA scaffold (171 nt) TRS(Nyg)

Acas12Mstx23-218-N, 4

O A g

TGCTGGATCCTTGACAGCTAGCTCAGTCCTAGGTATAATACTAGTA TGGAGTGTGAAQ CTGTGGATATACGAGGTTTTTTTGAATTCTCTA
Pj2a11e sgRNA scaffold (171 nt) TRS (Ny)

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,

Fig S9. Construction of Ac@s12f1stx2a-152-N,, and Ac@s12flstx2a-218-N,, phages.

The Sanger sequence of the promoter and target recognition sequence of the 3'-end
truncated sgRNA in the phage genome is shown.





