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Table S1. An overview of all the bins recovered in this study 43 

Characteristics  FF_bin01 FF_bin02 FF_bin03 

Lineage  Archaea Archaea Bacteria  

Scaffold Coverage 119.39× 81.45× 29.1× 

Genome Completeness (%) 95.15 97.09 87.67 

Contamination (%) 2.91 0.97 14.26 

No of scaffolds 11 3 163 

No of contigs 12 3 163 

N50 (scaffolds) 870539 1168865 48776 

N50 (contigs) 772176 1168865 48776 

Longest scaffold 1005776 1168865 163477 

Longest contig 870539 1168865 163477 

DNA GC% 34.28 55.79 57.99 

Protein coding genes 3,248  2,403  4,367 

Genome size (Mb) 2.95 1.94 4.33 
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