Table S1. Genome annotation of Vibrio phage vB_VhaS-MS01

Start Stop Strand Predicted protein name Closely related species Cg\;]eerra)ge E-value r;‘:gtel?; Accsglsion
1983 1 - Terminase large subunit Vibrio phage vB_VneS_J26 0.99 0.0E+00 0.98 WYC17961.1
2779 1970 - Hypothetical protein Vibrio phage 1 1.00 0.0E+00 1.00 AEH21903.1
3521 2790 - WhqC-like family protein Vibrio phage vB_VneS_J26 1.00 2.0E-162 0.94 WYC17959.1
4343 3600 - Hypothetical protein Vibrio phage 1 1.00 0.0E+00 1.00 AAS84209.1
4659 4369 - Hypothetical protein Vibrio phage 1 1.00 8.0E-63 0.98 AAS84210.1
5701 4724 - Hypothetical protein Vibrio phage 1 1.00 0.0E+00 1.00 AEH21899.1
6363 5803 - Ribonuclease H-like domain protein Vibrio phage D4 0.98 2.0E-125 0.93 UHD87223.1
7359 6364 - Rubredoxin-type fold protein Vibrio phage vB_VneS_J26 1.00 0.0E+00 096  WYC17954.1
7762 7349 - Holliday junction resolvase Vibrio phage vB_VneS_J26 1.00 2.0E-91 0.96 WYC17953.1
8819 7743 - RecA protein Vibrio phage Aresl 1.00 0.0E+00 0.97 AURS81122.1
9222 8833 - Hypothetical protein Vibrio phage 1 1.00 3.0E-91 1.00 AEH21894.1
9682 9230 - Transcriptional regulator Vibrio phage vB_VneS_J26 1.00 1.0E-91 0.85  WYC17950.1
11205 9778 - Putative DNA helicase Vibrio phage vB_VneS_J26 1.00 0.0E+00 0.97 WYC17949.1
12182 11253 - DNA binding domain protein Vibrio phage vB_VneS_J26 1.00 0.0E+00 0.96 WYC17948.1
13179 12193 - Hypothetical protein Vibrio phage 1 0.98 0.0E+00 1.00 AEH21890.1
13756 13172 - Hypothetical protein Vibrio phage Aresl 1.00 5.0E-108 0.84 AURS81143.1
15277 13829 - Replicative DNA helicase Vibrio phage Aresl 1.00 0.0E+00 0.96 AURS81114.1
15855 15262 - Hypothetical protein Vibrio phage Aresl 1.00 7.0E-137 0.93 AUR81142.1
17345 15855 - Winged helix-turn-helix DNA-binding domain protein Vibrio phage vB_VneS_J26 0.99 0.0E+00 0.93 WYC17943.1
17645 17478 - No significant similarity found

19059 17839 - ATPase family protein Vibrio phage vB_VneS_J26 1.00 0.0E+00 0.94 WYC17942.1
19721 19182 - TMhelix containing protein Vibrio phage vB_VneS_J26 1.00 2.0E-117 0.92 WYC17941.1
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