Table S3. Genome annotation of Vibrio phage vB_ VhaS-MS03

Start Stop Strand Predicted protein name Closely related species C?\yeer%e E-value :D;err?fi?)t/ Acclizsl,ion

1 1974 + Terminase large subunit Vibrio phage vB_VcaS_HC 1.00 0.0E+00 1.00 QCG76653.1
1991 2233 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 5.0E-53 1.00 QCG76652.1
2349 2612 + Hypothetical protein Vibrio phage D4 1.00 4.0E-50 0.93 UHD87231.1
2654 2920 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 4.0E-55 0.95 QCG76650.1
2910 3323 + Coil containing protein Vibrio phage D4 0.91 6.0E-76 0.93 UHD87233.1
3351 5426 + Pyruvate phosphate dikinase Vibrio phage D4 1.00 0.0E+00 0.97 UHD87234.1
5431 5919 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 8.0E-111 0.99 QCG76647.1
5912 6457 + Putative protein-tyrosine phosphatase Vibrio phage vB_VcaS_HC 1.00 5.0E-131 0.99 QCG76646.1
6483 7526 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 0.0E+00 0.94 QCG76759.1
7537 8379 + Transporter Vibrio phage vB_VcaS_HC 1.00 0.0E+00 0.99 QCG76758.1
8379 10736 + DNA polymerase | Vibrio phage vB_VcaS_HC 1.00 0.0E+00 1.00 QCG76757.1
10738 12603 + Portal protein Vibrio phage vB_VhaS_R21Y 1.00 0.0E+00 1.00 WKV32866.1
12607 13695 + Putative head morphogenesis protein Vibrio phage vB_VhaS_R21Y 1.00 0.0E+00 1.00 WKV32867.1
13703 14353 + DNA methyltransferase Vibrio phage vB_VhaS_R21Y 1.00 1.0E-160 1.00 WKV32868.1
14537 14953 + TMhelix containing protein Vibrio phage vB_VcaS_HC 1.00 3.0E-97 1.00 QCG76753.1
14965 15420 + Hypothetical protein Vibrio phage vB_VhaS_R21Y 1.00 8.0E-107 1.00 WKV32870.1
15557 15952 + Putative DNA polymerase | Vibrio phage vB_VhaS_R21Y 1.00 3.0E-93 1.00 WKV32871.1
15955 16140 + Hypothetical protein Vibrio phage vB_VhaS_R21Y 1.00 6.0E-38 1.00 WKV32872.1
16121 16531 + Hypothetical protein Vibrio phage vB_VhaS_R21Y 1.00 7.0E-95 1.00 WKV32873.1
16542 16802 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 1.0E-56 1.00 QCG76748.1
16809 17297 + Hypothetical protein Vibrio phage vB_VhaS_R21Y 1.00 3.0E-116 0.99  WKV32875.1
17300 17584 + Hypothetical protein Vibrio phage vB_VcaS_HC 1.00 5.0E-61 0.99 QCG76746.1
17590 17889 + Hypothetical protein Vibrio phage D4 1.00 7.0E-65 0.99 UHD87252.1
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