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Fig. S5. The draft genome map of Paraniabella aurantiaca CJ426". From inner to outer tracks:
The first track shows the GC skew values with dark green indicating lower than zero and green
indicating higher than zero. The second track represents the GC con tent. The third, fourth and
fifth tracks display the locations of COG, CDS, tRNA and rRNA on reverse strand of the
genome, respectively. The sixth, seventh, and eighth tracks show the locations of tRNA, rRNA,

CDS, and COG on forward strand of the genome, respectively.





