Fig. S1. Genomic potential of strains IMCC43444T and IMCC44478". Heatmaps depict the completeness of key metabolic pathways involved in central
carbon metabolism, nitrogen metabolism, sulfur metabolism, and carbon fixation across these strains and the related type strains of the genus Robiginitalea.
Numbers in parentheses indicate the corresponding KEGG module accession identifiers.
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