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Fig. S3. Cluster of orthologous groups functional categories of the top 50 important
features. Distribution of clusters of orthologous groups (COG) functional categories among
the top 50 features ranked by mean absolute Shapley additive explanations (SHAP) values in
the random forest model. Percentages represent the proportion of genes assigned to each

category. Features without COG annotation are shown as unclassified.



