
 

 

 

 

Fig. S2. Principal component analysis (PCA) of RNA sequencing results. PCA showed tight 

clustering of biological replicates, depending on the RNA preparation conditions. Samples from the 

Tris buffer 15 min and LNT113 15 min were clearly separated from those of the Tris buffer 0 min 

control, indicating high reproducibility and treatment-dependent transcriptional differences. 




