Principal component scatter plot

35 3
30 : Trris.[l:?ls'*1
25 3
20 3
B X control 1
15 3 X Control_Z
;{ 10 4
q 3
< 54
atk 3
™~ =
- -
g =
e 5 =
g 104
E 3
o -15
® E
2 -20
g =
£ 25
o 3
-30
35
a0d ° LNT113 15 min
4 ® Tris: Tris buffer 15 min B
-45 3 L -4
3 * Control: Tris buffer 0 min JLNT113_2
-50 3
'55 = I T T T | T T T ] T T T ] T T T I T T T l T T T ] T T T I T
-80 -60 -40 =20 0 20 40 60

Principal component 1 (58.0%)

Fig. S2. Principal component analysis (PCA) of RNA sequencing results. PCA showed tight
clustering of biological replicates, depending on the RNA preparation conditions. Samples from the
Tris buffer 15 min and LNT113 15 min were clearly separated from those of the Tris buffer 0 min

control, indicating high reproducibility and treatment-dependent transcriptional differences.





