
 

 

Table S1. Bacterial strains used in this study 

Bacterial strain Source 

Escherichia coli K-12 substr. MG1655 (GenBank:U00096.3) ATCCa 700926 

E. coli BL21(DE3) star: F- ompT hsdSB(rB- mB- ) gal dcm rne131 λ(DE3)ΔlacZ ATCC BAA-1025-B2 

E. coli MG1655, ΔaspC This study 

E. coli MG1655, Δ(prmB-yfcL) This study 

E. coli MG1655, Δ fabB This study 

E. coli MG1655, ΔglnALG This study 

E. coli MG1655, ΔprpBCDE This study 

E. coli MG1655, ΔaraFGH This study 

E. coli MG1655, ΔcusCFBA This study 

E. coli MG1655, ΔddpXABCDF This study 

E. coli MG1655, ΔfdnGHI This study 

E. coli MG1655, ΔkdpFABC This study 

E. coli MG1655, ΔbssS This study 

E. coli MG1655, ΔphoE This study 

E. coli MG1655, ΔnanCMS This study 

E. coli MG1655, ΔaroC This study 

E. coli MG1655, ΔmepA This study 

E. coli MG1655, ΔprmB This study 

E. coli MG1655, ΔyfcA This study 

E. coli MG1655, ΔepmC This study 

E. coli MG1655, ΔyfcL This study 

aATCC, American Type Culture Collection, USA. 




