Table S1. Genomic features of strains HNIBRBA154237, 25HG05S-40T, F jejuense EC11T, and FE
dankookense DSM 256877

Features HNIBRBA15423T 25HG05S-40T ECI11T DSM 256877
Genome size (bp) 4,299,722 3,455,619 4,753,655 3,211,787

G+C% 29.7 36.6 29.9 324

No. Contigs 1 1 74 19

No. tRNA 49 43 47 36

No. rRNA 9 9 3 3

No. coding 3,731 2,965 4,165 2,804
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