
 

Fig. S2. Average amino acid identity (AAI) values among strains W99T and S268T and their closely related 

taxa (A), among strain S113T and its closely related taxa (B), and among taxa of other clades in the 

phylogenomic tree (C). Dendrograms were generated by hierarchical clustering of AAI values using the 

ComplexHeatmap package (version 2.14.0) in R. 

 



 

Fig. 2. (Continued)  




